Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.084; wR factor = 0.206; data-to-parameter ratio = 11.2.
In the title compound, C 7 H 8 N 6 O 2 S, the dihedral angle between the imidazole and thiadiazole rings is 70.86 (15) . In the crystal, molecules are linked into [101] chains by N-HÁ Á ÁN hydrogen bonds, which incorporate centrosymmetric R 2 2 (8) and R 2 2 (18) loops. The chains are linked by C-HÁ Á ÁO and C-HÁ Á ÁN interactions, generating a three-dimensional network. Very weakstacking [centroid-centroid distance = 3.901 (17) Å ] is also observed.
Related literature
For biological background, see: Dogan et al. (2002) ; Frank & Kalluraya (2005) ; Mullican et al. (1993) . For related structures, see: Zama et al. (2013) ; Yin et al. (2012) . Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) Àx; Ày þ 1; Àz þ 2; (iii) x; y; z À 1; (iv) Àx; Ày; Àz þ 1; (v) x; y þ 1; z.
Experimental
Data collection: APEX2 (Bruker, 2013) ; cell refinement: SAINT (Bruker, 2013) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: Mercury (Macrae et al., 2008) ; software used to prepare material for publication: PLATON (Spek, 2009 
Revannasiddaiah

Comment
Five-membered aromatic systems having three hetero atoms at symmetrical positions have been studied because of their interesting physiological properties (Dogan et al., 2002) . It is also well established that various derivatives of 1,3,4-thiadiazoles exhibit broad spectrum of pharmacological properties such as antibacterial, antifungal (Frank & Kalluraya, 2005) and anti inflammatory (Mullican et al., 1993) activities. As part of our studies in this area, we now report the synthesis and structure of the title compound.
The bond distances in the title compound are comparable to related structures methyl 2-(2-methyl-4-nitro-1Himidazol-1-yl)acetate (Zama et al., 2013) and 5-({[(E)-Benzylideneamino]oxy}methyl)-1,3,4-thiadiazol-2-amine (Yin et al., 2012) . The ORTEP of the title compound is shown ( Fig. 1 ) and the dihedral angle between imidazol and thiadiazol ring is 70.86 (15)°. In the crystal, the molecules are connected by hydrogen bonds (Table 2) N3-H3A···N1, N3-H3B···N5, C4-H4···N2 with R 2 2 (8), R 2 2 (18) and R 2 2 (12) ring motifs, respectively. The C3-H3D···O1 and C7-H7···O2 intermolecular hydrogen bonds generate continuous chains along c-axis and b-axis, respectively. Also, π-π interactions (Cg1···Cg1)[with minimum centroid-centroid distance 3.901 (17) Å] are observed. The centroid Cg1 is S1/C1/N1/N2/C2
and Cg2 is N4/C4/C5/N5/C6. The packing of the molecules show three-dimensional architecture (Fig. 2) .
Experimental
A mixture of 2-methyl-4-nitro-1-imidazo thiosemicarbazide (1 mmol) and conc. sulfuric acid (1 ml) was heated under reflux for 2-3 h. The resulting solution was cooled, poured into crushed ice and treated with sodium carbonate to pH 6.
The precipitate was collected by filtration and washed with water. The solid formed was filtered and recrystallized from ethanol-DMF mixture to yield red blocks (Melting point 251 °C).
Refinement
The H atoms were placed in calculated positions (C-H = 0.93-0.97Å and N-H = 0.86 Å), and refined as riding on their parent C and N atoms with U iso (H) = 1.2 U eq (C,N).
Computing details
Data collection: APEX2 (Bruker, 2013) ; cell refinement: SAINT (Bruker, 2013) ; data reduction: SAINT (Bruker, 2013) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: Mercury (Macrae et al., 2008) ; software used to prepare material for publication:
PLATON (Spek, 2009 where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.80 e Å −3 Δρ min = −0.65 e Å −3 Extinction correction: SHELXL97 (Sheldrick, 2008) , FC * =KFC[1+0.001XFC 2 Λ 3 /SIN(2Θ)] -1/4 Extinction coefficient: 0.128 (15) Special details Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement on F 2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted R-factors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > σ(F 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.07927 (9) 0.48240 (8) 
